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tiiW ; M*X*U A-1fA 2 (DlM^J^Em©^llttttf> I^XteiiiRlfr 
m ; M*X*'J A-i£A 2 <Z)|fi§#i* ; ^tt&J#^B<D?&^<Z>fcae><£>E 

(psoriasis) te, ^^ttilf©^T$D, §IJPi£#ilj£ 

•r^Mttii^tt^jt^aTfe^o Mie^im, ^<©^^-, m&mm&n 

^<Dmm<D<mmfrt>, en #3mi£iP, (2) ^^^n:^^, 
(3) Mg&^ttiM, (4) as^ss*, (5) mm&t&m<D smiz^m^n 

&£tt>z>mmx*& ^#iai«^#v^ NFtbx^Bfcsij^ 
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!6^fi#©HLAtfiIIfefii(:#ftt5 PS0R1 (Psoriasis 
susceptibility) jUS^te, W^ttNf OH L A©^ tf >^ 6$i#Uc:f£ 

m^n/c^s^^'ttjte^^^^o &,m<D$£mzM J *-?z>mfc^£i'Xte, 

Z\(D PS0R1 »fe^<ZM3:^ fgl^#> ^3^M, ^4M, il6 
m 1 7 m&fc. ^19 ^20 ^fe#fc&«T^>^a^© 

Immunol. Today, f& 20 ^ 40-46 1 999 ^ ; Baker £> > Ci/zi. £*p. 
Dermatol., fg 26 321-325 K, 2001 

tt^f 3@#fHT&<5o *X*U/1-*t? A 2 (D#ffll:il3, £#H£$t/&-r 
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A 2 ^ic^m^n^o £*i£><E>x<p-yv-f F (n-f a MJx>ar 

A-if A 2 te, H ^^©^'ft*^ X-^-^£l;:^&/^£> 

*X*U A-ifA 2 SCte, <h 1 7®^©#^®^&3;i£^£0 

$fctt*7,*U A-if A 2 , SSfflJ3&5t*X*U A-if A 2 , Ca H #W*X 
*UA-i£A 2 , sk^WLfemkm^T-m-JVt FP^-if) K^^^tlT 

JMff^X^U A-if A 2 (cPLA 2 ) lfflJ3SM^aE'I4© 
i^#^fi*X*U A — if A 2 T&D, ^n^Tfc, 3l0^fi (cPL 
A 2 a (GenBankAc. No. M72393 ; Clark 6 , CelK ^65t, 1043-1051 
1991 cPLA 2 )3 (GenBankAc. No. AF06521 5 ; Pickard £>, The 

Journal of Biological Chemistry, ^ 274 B 8823-8831 I, 1999 
c P L A 2 r (GenBank Ac. No. AF058921 ; Underwood £>> The Journal of 
Biological Chemistry, m 273 21926-21932 H> 1998 ^)] tffflM 

$tlTl^, cPLA 2 rH C a 2+ ii^^#fe#K)iC^ttS:^J?-r^)o £ 
n\ZttV, c P L A 2 aRZfic P L A 2 j8 te> Ifi^f ©N^IJC'J >Jg 



WO 03/060132 PCT/JP03/00328 



2£3§BJ!©@#JK^ ^iM-K^fS, &r8a&M©*X*D fe? A 2 &££ 

*BW%*>\%. ±f\$kt><Dm5£lstc#7 £ '< — • ^v?$k {Methods in 
Molecular Genetics. ^5i, H 17-33 1, 1994 ^) £fflV>T, K«If 

«H#(7)^^T#M^^^^^ii^:bTV^^;^M^51^^ (GS 2 1 0 
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CI] TIB (a) Xtt (b) : 

(a) @S^iJ#^ : 9^$n575;ii3?iJ^ft5^'J^^H, 

( b ) TIB ( i ) ~ ( i v ) : 

(i) mmm^ : 9^$n§75/wj^tt5^>j^yf h© 

( i i ) @2^1J#^: 9 £ *l& T 5 7 BIBB5ll0£ft £ lt®t V T 7 5 % 
(i i i) S3^J#-^ : 9 t^Sn57$ J KE^IKI^^T, 1 ^ b < 

( i v) @BM#^ : 8 ^^nslSE^J^ft^MtX h U >V 

C2] hh0*U^7*f FTfe§, MI3 CI] fB«CD^U^y^H> 
C3] U^:/^FT&§> MIB CI] fBli£<Z>^ U h\ 

C4] Mia ci] mm.otfvu'^F&n-F'Tzmm, 

C5] n- F£*ifc#U^:/^F^ thW^U^T'fFt^S, MIB 
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C6D TIB (a) X« (b) : 

(a) @s^j## : s-v^znzm.mmm&m'tz&m 

(b) TIB ( I ) Xfci (I I ) : 

>hJiMTW^U ^XtSMf b< tt^Offiift, X« 
(II) @H^iJ#^ : 8T?^$ns*3£iB^Jfc*W-sa»?li«^S©Ba 

m th(DM-e^§, MSB ce) iBa^^m, 

[8] TIB ( I ) Xte (II): 

(I) @B^J#-^: 8T*$n5tSiB5«&ft5tttXhU>^x>h 

js^#TTA-r ^ u ^ xtsit f i < ^©ffiii, xk* 

jfc&S&StU ^OTIB (A) X» (B) : 

(a) tffiB C4] ~ C7] (D^-rnfr immm,<Dmmfr*>uz>mte¥ 

(b) fa he C4] ~ C7] <D\,*rnfr immffi<Dmwtftt>te2>m.te¥ 
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ci o] mm C43 ~ c 8 3 (D^-fnfrimmffivmm&^mvxfcz 
ci i] &mn7*-T*&&. mm ci o) iB^©mm^^^^-> 

tlfc^X^U A-if A 2 ©#U ^y^H^lHjiRT^X^ 

[i4) MiBCiD~C3) (D^-rn^i^tBmo^u^y^H^^ii 

Cl 5) fufB CD ~ C3) <D^?nfrimmM<D-tfV^'7^\*frt>f3L 

&*7>*y A°-if A 2 ^mm^mtmm^-it,m^^^v A-if A 2 fc*t-r 

§^^#lM©f^ffi^^^b, M*X*U A-if A 2 £i&*-T£ 
C 1 6) M^X^U A-if A 2 £. M*X*U A — if A 2 0SItWi 

&^tsfcfo%kft-T?mmBim&ft^, m*x*u A-if A 2 <£>pfft$s& 

HufB Cl 5) iSm^^^o 
Cl 7] SSt^UizDU >JjiSfT£D, iliit*£tt^ U iz n U >II 

co 2te©xx^;i/^^^so7jc^-r'5^'it-e*s, mm ci 6 3 ismo^ 

Cl 8] liuiB Cl) ~ C3) ©^Tn^l^iB®<2^U ^^Ffr£>& 
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-if A 2 *mm?z> ui^fttbfcw#i»^> ^^tt^jt^B<Da^T 

t M£&tt3s£*X*U A-1f A 2 <DmWJ7fe, 

Cl 9) MIB CD ~ [3] <D\,^tLfrimmM<DtfV^~7^\ i frt>-f3i 

-if A 2 £ia§-r3 £<fc£&£bfc&i»ftt>b< «;in£^tm/$^£ 

(2 0) MI3 CI) ~ C3) ©^Ttl^l^fB^O^U^y^H^e.^ 

s*x*u a— if A 2 \zM-rz>®L%imn<Dftm&&imi,, 

(21) ^ffiffi^j»^a^^m©^B©feJ6®, HulB (1) ~ C 3 ) <D 

C22) mmmm&&.mmi&-c$>2>. mib ci 5) 

~ (2D (D^-rti^ i^mm<D^m. 

(2 3) MIB CI 5) ~ C2 1) (D^ 

C24) WimvoMtf. ^~-VA 2 } l zM~?z>mwm-v&z>z.£& 
toznT^-frfr-DrcikG mm (is) ~ (2 d ©v^f 1 

(2 5) Mia ci) ~ C3) <D^Tn^i^iEm©^u^y^F^e»^ 

£*X*U A-if A 2 ^|flg*r^^'&tl £W$J/£#£ lT^ttt)5: 3, 
(2 6) tfllH CD ~ C3) ©^fn** 1 9ife*o©tf U F*» 
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5*7* 'J /t-i?A 2 *Btt SJiSlit CS#t5 u t S 

[2 7] t hX«*k MM^e^Ufc^M^KO^T, iWIB 

[2 8] SH^I#-^ : 8 -e^^n^^SIH^J^WT^)^ 

^^^n-yxtt^^-fT-tbTffl^t^tS, huIB [2 7] 13^© 
[2 9] i^O-^Xtty7^7-^, @2^iJ#-^ : 4T^£n^*«ie 

c 3 o d mu ci] ~ [3] ©^*rn^i5isB«©* 

CITS. 



S 2 1 0 1 5lfef<D^il'^^£ i AF L P&fc«fc t)#flrbfc*Sm& 
^b^STr^^o TNOU, TN02J, rN03j, • • • Rtf TN 

0 7J KJ\ IE?irA©*&»*fr>:/;i'£*l^ TpoiJ, rp02j, TP0 3 

j> • • • RtK rpioj »«»js#©ia)i»iJ->^;v**-r. 

^2®«, G S 2 1 0 1 5 ©75 /BIBB^H cPLA 2 ®^flib 
T#£*fr £> ftl 6 nt l^cPLA 2 a, cPLA 2 /3 Rtf c PLA 2 r ©7 
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m 3 mn. g s 2 1 0 1 5 ©^t^u /\°-i£A 2 ?gtt ( 1 w 

nmmmm.m^ (gs 2 1 0 1 sjus^) o)mmmm±&*^nt h c d 
h©^u^^H (gs 2 i o 1 5) <dt =i ymmmzmto 

© £: 86 fc T & & o 
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(complement) t^^S-^iDNA, *rtl £ \ZftJfc-t Z> R N AfrT^ 
bt© r*g«#I (complement)j ifB-*lDNA[C^t5^^ffl 
:£3!BJ©^U^:^F«i:bTte, @3^J#^ : 9-e^£tl£7^ 

&®m*kmtsi%zmfa, A&tfuz&^Lfc^mfo. ^m^miz^^-r^-^^ 

(conservative substitution variants) 2S. XS g 3$ 1^ £fe ft al l£ S £fc 
(naturally occuring allelic variants) fOA'U T > hJ&mstf <&n&o 
£<D£5&#U H (HufBAU 7> b) te, S3^J#-^ : 9T^c£ti 

-?K<-gtiz>7 ywtmm<D±&t}ti&Lx. m#m7 5%u±. $?£b< 
o%sui, $ stc— ®^*b< fct&9 5 %sk±<Dmpmm&*mT%o & 
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A S TATJVzTV XAXttB LAS T7JM'J X A XW ft £ nfc 

fi$3iffli~§. B L A S T7;UrfU XAtt, t-y>^t7^t;Vr^ 
— (open gap penalty) 5, X^Xf>H ; ft7 ^ ^ 
^-;W^-r — (extend gap penalty) 2 Sl^>7— H V 
>>f7^ (word length) 11 O^frT^S. 

Mm&\&m-?Z>?$ U F £ Jfc&LT 1 ^ b < te^tl^-hCD^tfjy 

5 yiii (conservative amino acid substitutions) Stf 

*frX*U A— t£A 2 J£tt (<kt)i«fc:«^U-fenU>J^St©2& 

j!S1~^J2 0 0i, $Pi;L-< 1 ~#*J 1 6 0 0, «fc £L< « 1 ~® 
12 0{H, S6fcffSl/<lill'-»8 00, S$FSL< fcfcl~a& 

p KmizmisTmm<Dwmfc¥&)&m&7j<v5 575 /iiMPi±© 

1 p T^x>, 
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3i 7x/t7^>H, ^;i/^^>m, 7XA7^>, ^;i/^^>, 

tt3fg2 7 5 - 5 2 5#@ (M^M^A) R^f6 1 3~ 7 9 8#@ (ftfe 

^575 ;i©^ lift < tettjjnte> tn^en. ii# 2 o<s, 

^ 'J F ©#»il^07 S ; BtE^JIi, m&m^r: 9ti^n§7 

JPte, 1 1 6 Oil, #f £L< 1 14 01®, iOllfSl/< 
1 ~if§4 0 

*5£W<D&B. (DNAXttRNA) tUT»> #J*.fcf, @2?"J#-*t : 8t 
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>te> jIS, 6XSSC (1XSSC :0.15M NaCl> 0. 

oi5M ^x>^^-hu^A, pH7. o) xitz:n2im^<Dm.m&.<D 

A^^U^^if-i/a 5 0 -6 5X:<DUm0kftT. m 1 6P#Pb1 

A-f ^-Tif— >3 >£frV^ 6 X S S CXte^tltliO^lIit^CD^ 
^T^^^jSUT^^ij5fe^^ff ofe^, 1 XS S CX«cltl<hl^^©^L 

(6XSSC, 0. 5% SDS, 5 X"r>/\)V h(Denhardt's) 
m%L. 100Mg/ml it^r*f^DNA) * 6 5t:T 1 6B*KA-r ^ U 

14 
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if— 5/3 >£fr Vi, (2XSSC, 0. 5% SDS) + > 6 

5 < CT5#ra©fti*&fTofc&, (0. 1XSSC, 0. 5% S 

DS) 4>6 St; 1:3 0 #p B 1<£>8fc#£ 2 ®ff "5 C £ J; 0 # 3 . 

#BJ!Mfc:fcV>T, ££E?!IK:W*r ^@H^JI^-ft«, FASTA 
T;P=f'J XAXIiBLAST7;MU XA£JflV>T3*tHSnfc<lT&*. 
BLAST7;M"JXAtt, t-^^t-^Wr^ (open 
gap penalty) 5, l^Xf ^^ty^Wf (e 
x t e n d gap penalty) 2Rt)?7-Hl/>^X (wo r 
d length) H©^frTi5§. 
*5I^©^U^^ HXtftKlli, m%Wj%> (DU^mm&m (source) 

: 8) &mm lT®#t5 d <hd*T#£„ WAH WjSSnfc&atE 
(polymerase chain reaction) fe, 3D--;W^U^f , -'>a>ji» 

*fjS-T£ c DNA$t>t-£:#£o ftfttaft c DNA&^n-^t UTi^, 
>fetJ; D c DNA7^^7U-^X^'J-^>^LT, ilc DNAS 
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cDNA7-f^7'J — ifttf^V 5y^DNA7^7 'J-f©DNA 
^'f^^'J-ft W^.H TMoJecuJar Cloning 2 n 
d Ed i t i onj (Sambrook, J., Fritsch, E. F. 1kT$ Maniatis, T. 
Cold Spring Harbor Laboratory Press «kD 1 9 8 9 &E\Z%£W fCfB 

& £ if « dtl £r m V i X t> J; V> 0 

»fif Ii^.gf C i DW^I'J^/f K <h L- T 3HJ f§ =§! 
(overexpression) £i*£gT£ £ ttf~C%Z> 0 ffi^^U^y^F 
(^-^•/t— h ) t<DM&#V ^Zf^ K (fusion polypeptide) 

16 
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ffi^x.#U ^-f^- F^iMJfgfi (overexpression) Zl*:Z>frtb<Dffi.&%- 

ft^f--XAAX3'-CHO»a i fc hH e L aSiH^) R^smMBS 
(Spodoptera frugiperda SF9, SF21 3§0 *m^£ Vxm Z\ <h/!W£ 
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2M8B©#y F*»S$-&*fc«)©^ , 0 ; E-^-i: Lift ffl^ 

SV40^D ; E-^-, LTR^Dt-^-, X P 5/ a > 1 a ^ D 

DNAi&ffl^-SJlt'bTfS. CKDJ®^, n t ~D <D T 5 J M & 3 — F f 3 

i^AS (site specific mutagenesis) (Mark £ . Proceedings of National 
Academy of Sciences. Wi 81 ^ 5662-5666 1984 ^) #{ClJ:oTH 

#»I|I3©# U F ©mutate, ^-£**Abfci&fflJ&©i& 
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#y^o-^-;i/tt#tt, #^3=^) 1:^1 

-LIBirLteSJB^T, ®#©^fe^-fb^W^^ (immunochemical assay ?£^0 
^i;«9> *ffllia»fXtt3iai«>f^fc:^^**!RSW©*y I* (05551 Steffi 

SV^tt, (B) #893©;K«^&fc5»^®fB5a&2£Wi (09* 
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*^HJ®#U^y^H&jifiJ^^ (overexpression) Zlt&ZLt 

XU, ffl.%i<D'fcXft U A° — if A ^tt^ilJJt^}* (Underwood £ , JAe 
Journal of Biological Chemistry, H 273 #> ^ 21926-21932 H> 1998 

BmRJfc<DMW£ Hit i -a;vs 2 -t^ F^;i/-^x 

£J*«i3li\ m*X*U A-if A z fcMt5«WSO^ffl^t§ £ 
-ifA 2 ©SSt (^Uiznu>M) £#ift*«fc 
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ttfBttttl fc*V>TWU Pl*^ffl«, »lfc»R##*ET©EJ&T?<0#SR 
QtSn^t^f, A D >A,t$5i^, R8Ufc<»Ka*lMFf1UB* 

^Wbfc&«&-s©«E5r?jtmu Miam^m^ :mx.\** yt^&otk 
3zmio—*?-m.m<i *>fc-mfTmmmmmftffim-:MA-LD i -tof 

MS, Il/^hD7^l/-« -f ^WbStS^tfTtfrE S I - MS 30] \Z 

&z\nz&?). mm&&&n£irz> c ci^t, u a— -tr 
A 2 t«sft«j®toDS['&#:©^^§^'r-fe>i?--^9A, «*ar, 

21 
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U^^H (sfcXJfcU A°-if A 2 ) tC»-r«lfl«Ff^ffl (X«Jg^tg) ^1 

-r^>^^Jc ( fcoT> a#f^ffl (xttse^n) ©afttt&*!i5rrs;i£#*T? 

Enfc£?K #5£©M©*X*U A°-if A 2 £*rbT*B*tWk:iiiV> 

fts/B£*rf* nasal (SftWfciasao) siiRtstt^ts. 

MSB r^©^C[)2i>X7jNU A — if A 2 J tl/Ttt, 0iJ^.fl cPLA 2 a 
(GenBank Ac. No. M72393 ; Clark C<?/7, H 65 H 1043-1051 I, 
1991 ^),cPLA 2 j3 (GenBank Ac. No. AF06521 5 ; P ickard The Journal 
of Biological Chemistry, W, 274 B 8823-8831 I, 1999 30 > cPL 
A 2 r (GenBank Ac. No. AF058921 ; Underwood £> > The Journal ofBiological 
Chemistry, 273 $g 21926-21932 JC, 1998 30 ^^#tf6»n^o ffi 
|BcPLA 2 (i> cPLA 2 |3, cP LA 2 r^H J ttl J €tl<Dm&\iZ.J&C* 
fftjZli© Clark e>©X"ifc, Pickard £>©;£iSL Underwood £©X*itK©fe*t© 

U A°-ifA 2 T& 0 , IJELfci^m^'JA- if A 2 fc*, ^fcaStt;*^ 
A-if A 2 II^tSIii A-if ft|fi*t5fl5^«l) 

tot, **98©*U &£Bi&J*£&©ii&*3£©#tRf*W\ 
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^M*X*U A°--ifA 2 £lfi^ (M£b<«, il^WfciaW) 
b h *3 & M * X * U / \° - if A 2 £ Ifi * T Z> 21 <*: A* *T? * § . 

*5%W(DTfr7,TtsV A-if A 2 ^*fr^>Ri$^J (*»W©*X*U A — if 
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<D I C 50 fit**, 0 mM£JIT, $?£b< 1 0 tiMUT, «fc t) » £ b 

mv>5%. m<DM<D7frX'fcV A — if A 2 (cPLA 2 a, cPLA 2 0, c 

p l a 2 rm) \ztt~rz>m.mftm titt&vx. *5»i©*^*u/i-tfA 2 

£"7^X (^-HV^X, SCIDV7X) fcjj£*0#<z)>£j#£^ffibT 
ff^bfc^-T^KFraki J. E. e> , /. /nves/. Zterioa fo7. , & 80 ^ 31 s-35s 
1983 ^ ; Nickoloff B. J. ^. /. Pathol., B 146 |g 580-588 
1995 50, |^#XK:T»flJfi*&ltLTftUttbfc*x;i/ CSchon M. P. 
Nature Med. , ^3i, Jg 183-188 1997 ^] V>£ C £ 
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m&Mlz&VfZtr?^/ 1M h©$Mfc*7 — # — (K 5 , K 1 0 ) <Df£Si^ 

t\ -M^lPt>l/<»gn^S (MP, flSftrt, 

Tft&i<tiz>m&M> m&m. mmm. ^mm, mnmmommm&z^ 
teft&mt&izmtex. misojjmz&v), mmfcvxm^zz. tmx% 

fcm, ®imizj:*DXhmtez>&. — 

fl§!H<J& 1 BSfe!3(Dg4I}i, m%.\$, 0.01~3 0 0mg/k g©fg 

/i-if A 2 \zttTz>mmftm\zm-3\ t *xm%i m&mftm) ssssi-rsfe 
tv^ififT^s. tot, ^frttS'fic^^s^Kat^o^sw^ 
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ft*©^©^©^* eg*©*^*©^, *&*©fe!kX't>te* 
%apaa»©teffi#i*iiBfcfc3. 
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^mRNA^itBl, £ (Dm R N A (X&^tJfo^-S c DNA) *\Z&&-? 

^Mit^S^ fi^OmRNA c D NA) (D^tB-^^fc«, 

RT — PCR (reverse transcriptase-polymerase chain reaction) ^ 

(TPCR Protocols J Innis MA, Gelfad DH, Sninsky JJ and White TJ 
eds. , Academic Press, Sandiego, 1990 RT-PCRfe^^fflbfc i. 
AFLPS (Kawamoto Genome Research. 9 ^ 1305-1312 I, 
1999 50, D N A?-f * u y W feh U < teD N A V-f ^ n^y 

(Schena £> , Science, H 270 467-470 1995 ^; Fodor Science, 

H251#, B 767-773 M> 1991 RZS, M^O) J -If >^D y 5^ > 

fcRT-PCRfe$|:fflL/fc i AFLP^H RT-PCRft«fcDt)$6 
l:^WTA^fXJH^«; Wb2nfc;£i£T&0, M©lr>^l/©M 

0!l*.fc£, RT- P C R^^fijffl-r^^^^, Stl^S^WmRNA 
(XliMtScDNA) + ©#SWfc££I3^&#?-Sfl«&^tr»rfi- 

£/B^> 4#^©mRNAJ:!9^bfc c DNASiltlTPCRS 

*©ffiJt Steffi bT#fcS**ft5£?-fttf<kV>. 

mRNA C5U2*r)£T£ c DNA) ©teffi • teJtfcSS^Ttt, 5I3t. ^ 
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iSe?6*0mRNA (X&;fcf JfcTZ c D N A) ©^^W^^SSH^J 
mmtVTte, WAtf, G S 2 1 0 1 5 j»fc^<DmRNA(2#U A/^£>_t 

<5 o 

7-^D-z>^ (.Molecular Cloning) J (Sambrook, J., Fritsch, E. F. 
Rtf Maniatis, T. ^ % Cold Spring Harbor Laboratory Press «£ «9 1989 
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izJK&*><DjCWt (Methods in Molecular Genetics, W, 5 ^ 17-33 
JC, 1994 50 EIK©^fefc«!oT» (Body Map) 

(1) — — 

^^^-^7X5 HpUCl 19 % ? *%tW ft««#*P s 

i: fe^M^^iiT^S^^'J rfd T (|J30~3 5i) £#inbfco ^ 
^-^7X5 FpUC 1 1 9 te, dafl/f ftflgf (^#fc£ Escheric 
h i a coll DH5 a ; m&ft&ttttfi) bTffl^TUBfib 
WSSl-TS 21 £fc<k 0 , MISS* Mb o I fc«fc5*g<fb£^tt&^«k5{£bfc 
«b©&JBV>£. t'J^dTO#iJPtatt, EtO&Stlfc C J H] dTTPt 
^^MiStt (radioactivity) laott^^-bfe. # 
£>nfc^£7 ^ — £H i n c I I 7i;-^-^nn*M 
ki«ksfflmt»[|ii©x^y-;ua:«*ffv^ ££fc:3-Urf (dA) -fe;i/n 

(2 ) 3 ' -jflRjftc DNA7-f^7 U -<Dfe§g£&^ D-XD&ggB?!! 
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T?*I»fc*#bfc«, :tl^>yjl/*^ + 7 b (QIAGEN 

*fc§!L RNeasy kit) *m V>T h — &)VR N A ^ii b fc 0 

IftfB (1) T^St^^^-y7^T- (5 0ng) 
^^'^'fV-tlT, MMLV (Moloney murine leukemia virus) ©U 
A — 7s • h 7 >7.^ ij if (i^p^ : Superscript II ; B RLftI) 

(Bio lOitl) (**Vitt7x/-;i/-^nD3jN;vAfc«fcS«&ai 

o I (GATC m&l&mm-?Z>) RZSB amH I TtKHtb, £ *>\ZMb o I T 
(®*fc£ Escherichia c o 1 i D H 5 a ; jf€#^3*# 

M) izmAVMnmmw*&rco 

ofc e 9 6^yi/-h±Tlft&^ttm h ? u-^iz-nmmi 9 

5 F©#A»rtf**ii«bJfc. PCRIt 9 Z^^Z OWh. 5 0T:T6 0 

fpt., 7 2x:i?2ft£& i *y--r #;i/<hT§&#T2 7U--r ^;i/fx^> mm 

bfco PCRffl0^7-f7-tt t¥A»rM-£ffl*f^**-8B#©« 
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^: i &&<Di&mmm<D*v 3* z v-*?- h (fw (-40)) r> 

l^^F (RV (-14)) £#*ffl^fco 

^x>XSJ^^ff ^fcWi. S1DN A — #X>1?— (Applied Biosys terns 

373A) ^m^xm&mm^^vrco ^-^^>7sKmm<D^^^ 

^O^D-^^i^fc^l, iE#m^S^©^J4 3 0 0 * n->Rtfi£# 
&til&&(Z)tt3 7 0 0 *n-><0iftSffi^Jfl*«##5nfc. t h^jtmn 
(*fc#£IE?ir) T^^-r^>3t^^©a^ibT«. th^3 0 0 0S^©jt 

e>nfe c DN AMH^J'lf # Cr&fr'fe, cDNA3'*S©^'JA)5^il] 
i:fflitSM5 o I h *T©^*IS^iJ) fct, ^WBE^J^©@H^J#-^ : 
4 CibfclDTJfeofc. 



HJ£^J2 iAFLPSl:«k5HI^n77i'Jl'M 

tlTl3mS09 1 T?#£n&# D — VfcOV^T, iH* S <E>;£iiK (Genome 
Research, m 9 1305-1312 I, 1999 ^0 fEm^&tC^o T\ RT- 
PCR (reverse transcriptase-polymerase chain reaction) Srfijfflb 
Jt i A F L P (introduced amplified fragment length polymorphism) 
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M (P01, P02, P03 - • P10 t*tS) RtfiESA^&SS 
]&L;fc&J*M£§&7 0!j (N01, N02, N 0 3 • • • , N07 tfTT 3) 
O^A»6 h-^Jl'RNA^liLfc. 

iienfcRNASKiatu tu 12^1100 1 <z> (i) Tiitfc^^^- 
y^-r v-sp crkjbv^t, HaiBHii^ji© (2) iiwi#{cMa-r^> c 

0) & *3fe*rS c DNA^tlTfilTtlffl^fc. 

iEWc#cDNAy-;^i^SJEiiMbo I (GATC 

^-tlTIi, TOILTfeP CRjg^l^KgiJTS Ci^TtSJ;^ Id 
S3^3llgfoS&5 5ii©7W- (LP4CK LP43, L 
P46, LP 4 9, WLP52) £^T<£> <fc "5 

P01, P06, NOl, N06 — LP40 (4 0ISS) <hg$£ 
P02, P07, N02, N07 LP 4 3 (4 3ISI) <h^$£ 

P03, P08, N03 — LP 4 6 (4 6IIS) 
P04, P09, N04 -> LP49 (4 9III) tMffi 
P05, P10, N05 LP 5 2 ( 5 2IS5) <h^£§ 

H (reference) ilt, §cDNA^-JW:ftU, 
rUifcCDt: hiSfi*cDNA7'f^5 U - 3 0 S£2S-& b fe <D &m V> , 
^tlKltt6a«B©«Hl7yy^-(LP 5 5 ; 5 5 L fco 
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mz(D&o \zvxmmm7^^^-^mm^rc c DNA^iiti, p 

<D (F -T 7 (2 5)7"^^ T — , PE Biosystems %tM) (2pmole) 

-» \Z^m<DMn (t- frfc-fe cDNA©3'*a^'J A^e»sioicai^ 

J&UfcsMJ rf* i7 1/^3=- F (2pmole) &ffl^fco i'O — >GS 2 10 1 

^Jfcifc 1=N01, N02, P03, P04, P05, %.Z$X& F 

SM2=N03, NO 4, POL P02, P06, X.Z$Xd7>¥— F 

SM3=N05, N06, P07> P08, SlO^ ^ > F 

SM4=N0 7, P09> P10> ~BlT$7^9 F 



PCR(D^Jfcte> 94tT30#t, 5 5tT3 Ol>t, 72 C CT30 

#e>n^P C Rfill^^Tii, AB I <Ag»j>'-;?X>+f-- (AB I 
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MfE(£>ei: ^D->GS2 1 0 1 5©lfif%S7 p n7 7-r;V 

^ D->GS 2 10 15 \Zttlfc?Z>ia.fc? (G S 2 10 1 5lfif) te, 

^i/^j^ibT^&. gs 2 1 o 1 5a^^«, &mmmnmzi&m 



mMM3 GS2 10 15lfef (^ficDNA) ®^D-->^ 

tufB^JSM 2 fctl^l^^i^n 7 T-f D->G S 2 

10 1 5fc^>V>T, £(T©j;5tLT, SBfRMi^fi^tS 1 c D N A 

£> o I+r-Y hfe©cDNAlSSe^>J : IH^J#^- : 4) BLA 
S T^D^^A^fflVi, UEftlDN A^-^— X (GenBankRtfE 
MBL) £r*£^bfco ^^<D|^(D^#«> y t/'WI/t^ — 

(open gap penalty) 5 , X # y ^""^ :h 

jpf-f *- (extend gap penalty) 2 , 7 — - F 1/ > ^ 
X (word length) 1 1 <h bfc„ 

I^y>ifflV7h (GeneScan) Sffl^TI^ V>^fttt}t, 7 

^ y miH^ij^a^mx.Typ^-i' >^-^-x (nbrfwswi s 
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S-PROT) ^Slfc^ JWUfiR^^sKU A'-if A 2 (cPLA 2 ) 

G S 2 1 0 1 5 3tfc^© c DNA0 3 ' miffiWrK ( 1 2 4 6 bp) 

t H^L/fcc DNA^AZa p ^ % $ - \Z Jf A b TiUM b fe CD £ 

fflv^o u — - >^©^m, gs 2 1 o 1 5 m^tDmrnm^^-^^ 

^tfigcDNA^Ml/fc, 

iStimc DNA©*&SIB?!!£ft^Lfi?tfr Lfco ^ScDNA©! 
SIB^iJ ( 3 5 8 7 bp) £@2?!l#-^ : 8 C^U, -etlfcn- F2tl3:? >A° 
^K©T^y^@B^iJ (8 1 875;i^I) £@B?!l#^: 9tC^bfco T 

5 /mBB?ij^e>fi^$n§^>A^M©^*«^9 2 kD aT&ofco 

@S^iJ#^ : 8 \Z^Vfr&mmm\Z-Z>^T. FASTAWBLA 
ST^D^7A$ffiVi, gE^DDNA^-^^-X (GenBankM 
MB L) fc^Sn^^TCffi^C^tT^tD^^tiSfrofc. $ e> \Z. 
ia^!l#-^ : 9 IZmVtzTS. y m^miZ-D^T, FASTA^BLAST 
7atf7&%m^. ^nr-f y^—f^ — T, (NBRFRi[/SWI S S — 

p rot) \z^&n&±T<Dmm\zttLT'fc : £uis—&m&ff 

en gap penalty) 5,X^X , 7 : ->H^^^ y^:*-;^^ 

35 



WO 03/060132 "W PCT/JP03/00328 

— (extend gap penalty) 2 , y — Hl/>^X(w 
ord length) 1 ltbfc. tfe, 75;SIS?iJHo^T0t 
iC^f^li, t-y> ; ?ty^til'f^- (open gap pen 
a 1 t y) ll,I^f>F : ft^WT^(extencl g 
ap penalty) 1 , U— F V>97s (word length) 
3 t bfco 

mmnftx-fcv A°-if a 2 (c p l a 2 ) 075 ymsa^j^^^^fc^iwitt 

@B^J## : 9 £7*LfcG S 2 10 15 075 / MSE^J <h , cPLA 2 © 
^ii:LTf^^^StlTV^ cPLA 2 a,cPLA 2 B$lZ$c P L 
A 2 r ©75 ygl@e^J<h£Jt!!&Lfc^£lfl2 ISK^bfco 

7^yt@a?ijc!)imi/!i^, gs 2 1 0 1 soimmmmz. ^275- 

5 2 5#S (MI^M^A) 1 3 - 7 9 8#@ (8«1St£B) ©7 

$ ymmmizmm~?z>mi&~e$>z>tmmisnf£o GS2ioi5[t 

c P L A 2 aRtKc P L A 2 J3 <h[WI1ifc, N**MJ (HI 2 4 ~ 1 4 5#g<D 
75;SlilHffiS-r§I«) fc:U >Jii»^^^^^Wb, Ca»IIft 

GS 2 1 0 1 5 <D7 5. ;Mmm&, c PLA 2 a, c PLA 2 |3R^c p 
LA 2 r©75yfi2^tMt5^, M^f^AK&^Tte, c PLA 2 
at31.3%, c P L A 2 j3 t 6 6. 0 %> c PLA 2 r t 3 1. 7 %0ffi 
MI^^^B fc&^Tte, c PLA 2 «i2 8. 9%> cPLA 
2 J3 t5 1. 4%, cPLA 2 rt36. 4 %(Dffi|S|'l4^^bfeo U >flgff^ 
£-^igUc:feV>TfcJu cPLA 2 at3 1. 3 %> cPLA 2 /3<h45. 9 % <Z> 
ffilWItt^r^bfco 7 ^. ymm^](D^\Z^^X\t, cPLA 2 at29. 
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3 %> cPLA 2 j5t50.3%, cPLA 2 rt27.8 

^tl575 /Mm?* <D It® ffitiim &fr*>> GS 2 1 0 1 5 te, cPLA 
2 07j5 U— ^Tfe, c PLA 2 |3l:lfejfiWit*5tI 

y/AH77 hB38l©1*#J&>&, GS 2 1 0 1 5 3tl£^te, c P 

^SS0»J4 GS 2 1 0 1 5 cDiMfll^^ (overexpress ion) 

HUfB^M^il 3 -em#bfeG S 2 10 1 5igf(^Sc DNA) « P C 
RtiDiiei/fc. HOIK, PCR^7^7-<hbtlt c DNAHrJt© 

5 , #js.tj?3 , #j*^5^, £c or i»«auffi:^jni$ns«t3fcffl! 
i^nfcPCRii (gs 2 i o i 5 (ommmm^^^ts c 

D N A Hfr Jt ) * , ^7^-^7X5 FpcDNA4 HisMax 
(InvitrogenftSg) <D B c o R I BBSBIKIfcfcJf At"* E £ «k GS 2 
10 15 0M^^^-^7X5 F&«tRb&. ^©^^ffl^^^-y 
Kttx GS 2 1 0 1 5 ©N^Sjgfc, k^f^XH i s)^£tttin 

COS - 7Mm (IIRCB 0539) 2X1 0 6 $BJj§/ 1 0cm 

^7X5 H (Xtt^Itl/T^^^-7'7X$ Hp c D N A 4 Hi sM 
ax) ©1 0/ig§, U^^x^i^a >i£|g (Qiagen ftl, 1&i9i£ : 
SuperFect) £ t%\zm^T C O S - 7 Mfl&\Z h7>X7i^->a >lfc 
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o > mmm^^-GrcG s 21015 <n*$s, h i s ^^^#jnbfet><D) 
&tfcffib&. -r&^s, ^^moia^^iu^b, mm®. (1 omM he 

PES pH7.5, ImM EDTA, 0.34M v'alS, 1 mM PMS 
F, 0.1MDTT) 5 0 0 M £Jn *.T£fflJS&^fi? b &. £ <2)iHllJi3&fttf& 
( 1 5,0 0 0 rpm, 1 5#NJ) U ±m&ftMVrc'&. ^<D 1 
0 m 1 SSDS-*'J7i?'JJV75 H^«a*ftlcftbfc. 

h*7-fgtif3, WW^f^PVDFl (Millipore 
ftffiL : Immobilon-P membrane) Jcte^Lfcgfc, ^£:7ny=^>^ 

iT^D^^bfc, ftHis 5>!f$iW (Q I AGENM) 

( 1 0 0 0«t*J) til7!2«f|l!IK;6:Stfcft, PBS-Twe e n (ffii 
C0.1% Tween £^tr U >Mi^$Ht£3I:k$l7jO 

(Sigma *t»!) £^i&T2B#p B 1£j&£ii-fcl£&#L, $ 6 (ft 
a«:ECL Amershamftig) £JBV>T, ^EH i s Ztftfifclim 

-^©^m, ? tftttozntcG s 21015 ^ffi^-r^^^*^ 9 7 k d 
mmms gs 2 1 0 1 5oi^tts©MR^ii7yt'f 

(1) GS 2 1 0 1 5 (D7j>X^U A-if A 2 «14cDaiJ^ 
^TOi "5 ICbT, GS 2 1 0 1 5 ©*X^U A°-if A 2 ^ft$l|iJ^b 

ttGXHifl4 £P«fc:bT* G S 2 1 0 1 5 £i&SHJ3£:§a £ iifci&fflfla (G 
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S 2 1 0 1 5f£g!JB^^-:/^X$ H$h7>X7x^hbfcCOS 

-7mm) frt>mmmffim<D±m&&T* cn^mmm^tvxm^rco 
iti/Tffl^T, ^ti&m*ttm-fz>m& (2te<©xx^;vig^^iP7K^ 

~XW. (Underwood TZ?e Journal of Biological Chemistry, Ife 273 
m 21926-21932 H. 1998 $Zm<DJj 8k tmmiZ. <D & 5 fc^JSbfeo 

£?\ ^^^xr-r^^^ii-fc i - a°;1/^ 2 - [ 14 c]y^ + h 

-)V--fc7,7r^i?)VnV> (Life Science Products %h§g) 2j^M 
£&3J:-5 fcJKJfcffli£§«?£ CI OmM HEPES pH7. 5, 2 mM it 
\\Lti)V-y^K. 15 0mM Mth'JfA, 3 0% ^'JtD-JK 1 
mg/ml ^vifiitf 7JV^5 Xflg0m#^W)D fc*D*.T»!# j£*f 

mm^^m^m\zs o^-mvrc^ nzsm^vrco z\<Dmnmm2 5 0 u 
1 ic, (g s 2 1 0 1 5 mMm^z H$h7>x7 

31^ M&COS - 7$BJ&<DM^#m<Z>±fifo -fib, MilTH ^ 

??-<D%h& h^>x^^^h bfc^M©«i£#m<£>±?»o) $10 

M 1 gsftnbT, frfo&mt&Vtc* 3 7 t CT> 0, 3 0, Xli6 0^f B 1M 
VTfcJfo&ft^rc'&te, (2-7°D/U-Jk : IN 

«6ife = 20:5:1) 1.25ml &M%.XfcJfc&W>±-£ J &fc 0 2 <b fc, 

*7A^DYh^77^ffl'>'j*y> (m±'>u vy-ft^ftsg) o. i 

g £J0 7LT}t#L, ^\-7 p ^>0. 7 5ml RtX-f ^ >B^tK 0 . 7 5ml§ 
in*_T 1 0#&±m#bfc. J£(D±m (^\^^>«) £ 0. 5m 1 «L0, 
'»fl/-y3>i5ml ^>>^l/-v'3 >75'>>^-T ! 7v ? 
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L/T, 5mM If l/>^'j3-JVt*X (2 - 75;ifJH-fJl/) GS 

em cegta] sasjnu j£n&mz±m£mmzvT. gs 2 1 0 1 

^-<Z>^JH (Siftl^ ©ffiM) «^30©jlDTfef9, GS 2 1 

0 1 5^Ca n iM^^PLA 2 ittStt5^tPI&^t^ofc, 



(2) GS 2 1 0 1 5 (D^X^U A°-if A 2 mt£^^-r§^-a'fb'&#l©Ra 
£-@!£Ifc#lSt<£>#ftT (Xte##&T) TGS2101 5<Z)*X*UA 

G S 2 1 0 1 5 <£>*7.*U A-i£ A 2 ISttfiDaS^tt. ±12 ( 1 ) tPW 
CbTffofc. -fib, Rjfctt+fc, EGTA«^jtjn-&T. 
i^S (0~45ftM) £«nbfco 

*fc,-ft&©MCD*X*U A— t? A 2 (c PLA 2 a) \Ztt?2>W.Wftm *>, 
±IBtRlflltCbTil'<fc. cPLA 2 a (GenBank Ac. No. M72393 ; Clark 
6>, CeV/, Ht65#, ^ 1043-1051 I, 1991^) Ofi^tiUTtt Iff 

Sl^IltLT, arachdinyl trif luoromethyl ketone (Cayman chemical 
$fc!S) IkZ$ methyl arachidonyl f luorophosphonate (Cayman chemical £fc 
m &m^tcm<D. GS 2 l 0 l 5RU?c P L A 2 a<DftX&V A-i£ A 2 
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1 





ic 60 m 

(mm) 


r P I A n; fTi £fr jfcCfc t-** 

*r-ra ic 60 <k 

(WM) 


arachdinyl tri f luoromethy 1 ketone 


> 4 5 


< 1 0 


methyl arachidonyl f luorophosphonate 


< 1 0 


10 ~ 40 



c P L A z a &>MWM'V& & arachdinyl tri f luoromethyl ketone 
methyl arachidonyl f luorophosphonate (£> 5 , GS 2 1 0 1 

I«#J6 /a siru /W ^-fif-->3 >^fci5GS 2 10 15 (Dm 

>^rff 5 Ci}:<tD, t hO^Jffm^fc^tt^ G S 2 10 15m 

W3t)R#lfcGS 2 10 1 5lfif (^Sc DNA)<D$rJt (^MUfJt© 
*£gi3?U«, @B^iJ#-% : 8 \Z7jkVfri&mm&l<Dm2 522~3236#@ 
©itSIB^I^ffi^Tao) SrpBluescript ^— (Stratagene 
%h§g) ^m^-ji^, MRB^^Xb a I RZSAc c I TMLfctH, £*l 
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moL^ BUflBO) ffiJT-fy h-^i^a (i)d I g;w^ 

'J^if-v'aX SH 72-82 H, 1994 50 8H«©;fr8steipDTfTo &. 

a-t^u ^-r -tf-v'a >^#«, a-t^»j ^-fif-va >^cm 

10mM Tris-HCl (pH7. 6), 0. 6M M.i£j- h U 
50% *J1/A75F, 2 0 0tfg/ml t RNA, lxf>/\ 
;i"h8??&> 0. 25% SDS, ImM E D T A , 10% r^Xh7 
>«Sifc] * 5 OGT 1 6 Bf r*l<2M >3 

#fc*£fflM«i& Cm^: BXSSOiCiO, 5 OtT 5 frP^CDSfc^S: 1 UK 
O^T\ CM : 0 . 2XSSC, 50% ^I/AT^F) 

fc£0, 5 0GT3 0ftm(Dm&& 1 lfiI<zm#T& 

^-(Z)^, GS 2 1 0 1 5mRNA(t ^^^JtMi^O^^JiST^^ 

tlTGS2101 5mRNAO^^ltl/^^ <£: rf« M £ n o 

mMM7 y—lf>7Uy^j >^tJ;§GS 2 10 15 <£>3§5t3?*)T 

: GeneHunter (3 — : MRB-11 K MRB-112> MRB-113, MRB-114, 

MRB-311, MRB-312)] £JB V>T7 -if >^n y ^ >^£fr? £ £ £ 

<fc h h©#am^fcfett^> G S 2 1 0 1 5mRNAc7}f£5i£$5#rb;fco 

A^u^-rif— > 3 >^#«, A-Y^u^-r-fef-^3 >mmm 

^: 6XSSC, 0. 5% SDS, 5Xj>AJH^ 10 0 us/ 
m 1 t^rflfDNA] <=f» 6 5GT 1 >*3.^—> 3 >T?&«9, 
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ffi&mmmwi c&/$ : 2xssc, o. 5% sds) cj; 

V. 6 5t^T5^W©ife^S 1 III, «5^fflffi«« Cffl^G : 0 . 1 

XSSC, 0. 5% SDS] iZ&V). 6 5 3 0 #Pa1<Z)#fc#£ 2 tUT 
3fe o 

#bfcGS2 101 5l^(^ficDNA)0iM" (Sic DNAlJt© 

msiB^j«, ib?>j#^ : 8 iz^vr^mmmm<om9 9-77 o#@£>*ts 

7 — if >7u yfj >if<Dm$k, G S 2 1 0 1 5 mRNAOit^I^ 

m. **m> m. fFe, frM> wm. x.ztmm* m&iz. ^.aom. >c>m. 
m. vtm* mm. mm. m> &m. mm. mm. mm. wm. mm. 
m. ma, wm. mm. %.z$mm<D&m.m tiaiwsn^^^. 

cPLA 2 a, cPLA,jJS^cPLA 2 rtt> U&T^T <Dm.MT»mm 
-T £ £ £ & nt § (Pickard 6, fie Journal of Biological 
Chemistry. % 274 & 8823-8831 M. 1999 30. ^©j^TGS 2 10 1 

nmms M^(a§GS2ioi5<Dfgii«f 

GS 2 1 0 1 5 5igt§^'J^D-tW5ffil/, dtl^fflV^T 
<D &m®.M\z tetf&GS 2101 H©3BSi&fl?tfrbfc. 
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(1) GS21015 

3TlX#L£:GS 2 10 1 5 (iScDNA) (Dm* (mmmfr<D 

mSIB^iJte, @H^!I#^: 8 \Z^htc.mmm^\(Dm l 0 1 -6 7 2#|©H 

#-5§-: 1 0fBm©^*@H^J^Wr-5 ! b©S:tX@a^J#^ : 1 1 iSm<E>*&aiE 

DNAlffr^pGEM-T easy^*^— (Promega fti) 
2k Mi$g@#iH£: c oR I lkX$N o t I PI D^dRS^^TM 

ilfcpGEX-5X-3^^^- (InvitrogenftiO \zffi.&&/vtco £ 
®^^^-^^J|gJ Ml 0 9tth7>X7x^^3>UT, g#J©^ 

W?t>t77n-X4B*7A (AmershamftiD £flH*T# 
^(D^JM^y^F lmgi^7D-f>h7^aA , >h (Difco *fc$£) 



(2) m^^fflV^cl^^^tH 
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mm (1) Tfls«bfcftgglliLi*£/flV>T, fc h^sgfi&Jtmi^RtflE^ 

M-tt, MIB^i£^J6 ^I^«ICbTf^»bfc. &gB^&te, ABC-POO 
U-^IGG) (Vectastein thtt) O^D h3-^lCftoTffofc. 

GS 2 1 0 1 5 5j?'J^^HO%iH MfBHig^J 6 T^liS 
bfc i/2 s//D/W^U^ , e-*>3 >i£te:J;£GS 2101 5 mR N A CD 

TteIE#/£j»ffi$£<hJ£i|&bTGS 2 10 1 5#U^>^^F©»a*««l* 
T&fr^, GS 2 1 0 1 SlfifXtt^'J^^HC^i^iibT, 



EJII**: 1 tt» AlWt^^nfc^7^r > ?- ©IB 81 (Artificially 
Synthesized Primer Sequence) 

IB8J#^- : 7 te, AlWfc^J&Sttfc:/^ ^ — ©IB^Ifca^T. 

@H8J#^ : lOtt, AI«C^Snifc^7-f T-cosa^ij&^-r, 
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teams* putxtta^-rsct^T?**. *5sw©*^^u 
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1 . TIB (a) Xfcfc (b) : 

(a) @3^J#-^ : 9ti$n575/i@3J!|i&ft S^U^^^H, 

( b ) TIB ( i ) ~ ( i v ) : 

(i) E5fl#^ : 9T'*$n§75yiia?iJ5tt5^<J^y5 : HC!) 

(i i i) SB^J#^- : 9 2 tl« 7 ^ J MBfllfc* t^T, 1 3gb < 

»*ftfio75/8^, tif t< «#jp infers y Biffing 
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6. TIB (a) X« (b) : 

(a) ffi&mn : 8"e^$tl5SSE^I^ftl.tt 

(b) TIB ( I ) Xfc* (II): 

(I) MB^!I#-^ : 8 Ti§tl§IS^J§f tSM h >J >^x 

(in @a^j#-^-: 8T?«$n*ii[»E5yicfew-*«m*«^*©iB 

#I<hJ£i£LT7 0 XK±OBJiJ«RIttS*t«'jttlE?IS*t5t(( 
*61jRSn, j&o#X*U A 2 Stt^tf5#'J<^ F*a 

7. b hoMtfes, m&gieieitottfli. 

8 . TIB ( I ) Xtt (II): 

(I) 8 T^$nSlSia?lJ*tt5^ii:X h 'J >^x > h 

(in mmm^ : s^TRznzmmmmiz&tfzmmmm^mommt 

*68IRSn, A^Tia (A) Xtt (B) : 

(A) W^^4~ 7 CD^ftl^ 1 3Kett<0iRifea*&fc:£»e j J 1 ©$53g 
5gb< tt#fc<0*fetfJ* Xtt 
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9. «^tifcMt^§, m$tm4 ~ 8 ©^fn^ i mmm,<D&Mo 
1 1. zsm^z m&mi ommommz-^zp-o 

13. 1) flt&Hl llS^(Dmm^^^^-^^A$nfc^^^flg^i§ 

St<£>fe/8£^b, M*X*U /1-ifA, SlfitFTS C ££&5t-r<5 £ £ 
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1 8. tt&gfi ~ 3 ©v^-rn^ i^iB«c©#u^y^h*^e» 

o 

50 




PCT/JP03/00328 



WO 03/060132 



PCT/JP03/00328 



2 1 . 0km&&.mm&mmm<Dmm<Dfetb(D, m&m 1-3 ©v>-r*ia* 
2 2. ft&tt&jff&jfetf. #i$iitett&jt^ST$>3, Mrggti 5-2 
2 3. m&mi 5-2 i©^Tn^i 

2 5. lt^^l~3©^Tn^ l^fBm©#U^^^H^6>^^7f:7.^ 
2 6. M^^l~3(DVirn^l^lB«c©^U^y^F^e>^^>7jNX* 

U A-if A s «ia#-rS'ft:'&»cD«'3»**A#fc:ia!^*r*2:t**tr, ^ 
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2 8. m?£mi"<)l&s @3^J#-^: 8T^$tl5lSIH^$tt§t8l 
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■□- *fflB (2mM mttDVzsVJ* + 5mM EGTA) 
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SEQUENCE LISTING 



<110> TANABE SEIYAKU CO., LTD. 

<120> A Novel Phosphol ipase A 2 and the gene thereof. 

<130> 03-004-PCT 

<150> JP2002-008435 
<151> 2002-01-17 

<160> 11 

<170> Patentln Ver. 2. 0 

<210> 1 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 1 

gttttcccag tcacgacgtt g 21 



<210> 2 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 



<210> 3 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 3 

tgtaaaacga cggccagt 18 



<400> 2 

accatgatta cgccaagctt g 



21 
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<210> 4 
<211> 87 
<212> DNA 

<213> Homo sapiens 
<400> 4 

gatcatgtgg ttttgtcgtg tattttatta atgtactcta ttgcattaat tggtttttgg 60 
atattaaacc aactttgcat tcctaaa 87 



<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 



<210> 6 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 6 

gtccagcgca gccccgcaga gctcc 25 



<210> 7 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 



<400> 5 

gtacacgaca aaaccacatg a 



21 



<400> 7 

aaatacacga caaaaccaca tgatc 



25 
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<210> 8 

<211> 3587 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (99). . (2552) 

<400> 8 

ggccgctgtc ctatcccact gggaccgtcg ctgccactca gccagagagc cagcatcttg 60 

gcaagggctg ggcctggagt gaagctggaa gggctagc atg gag age ctg tea cct 116 

Met Glu Ser Leo Ser Pro 
1 5 

ggg gga cca act ggc cac cct tac cag ggg gag gec tct acc tgc tgg 164 
Gly Gly Pro Thr Gly His Pro Tyr Gin Gly Glu Ala Ser Ttar Cys Trp 
10 15 20 

cag etc aca gtg agg gtc ctg gag gcg egg aac ctg cgc tgg get gac 212 
Gin Leu Thr Val Arg Val Leu Glu Ala Arg Asn Leu Arg Trp Ala Asp 
25 30 35 

ctg ttg agt gag gee gac cct tac gtg ate eta cag ctg teg acc gca 260 
Leu Leu Ser Glu Ala Asp Pro Tyr Val lie Leu Gin Leu Ser Thr Ala 
40 45 50 

cct gga atg aag ttt aag acc aag acg etc acc gac acc agt cat cct 308 
Pro Gly Met Lys Phe Lys Thr Lys Thr Leu Thr Asp Thr Ser His Pro 
55 60 65 70 

gtg tgg aat gag gec ttc cgt ttc ctt ate caa agt cag gtc aag aat 356 
Val Trp Asn Glu Ala Phe Arg Phe Leu He Gin Ser Gin Val Lys Asn 
75 80 85 

gtt ctg gag ctt age ate tat gat gag gac tea gtc acg gag gat gac 404 
Val Leu Glu Leu Ser He Tyr Asp Glu Asp Ser Val Thr Glu Asp Asp 
90 95 100 

ate tgc ttc aag gtt etc tat gac ate tea gaa gtc etc cct ggc aag 452 
He Cys Phe Lys Val Leu Tyr Asp He Ser Glu Val Leu Pro Gly Lys 
105 110 115 

ctg etc egg aaa acc ttc tec cag agt ccc cag gga gag gag gag ctg 500 
Leu Leu Arg Lys Thr Phe Ser Gin Ser Pro Gin Gly Glu Glu Glu Leu 
120 125 130 
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gat gtg gag ttc ctg atg gaa gaa acg tea gat cgc cca gaa aac etc 548 
Asp Val Glu Phe Leu Met Glu Glu Thr Ser Asp Arg Pro Glu Asn Leu 
135 140 145 150 

ate ace aac aaa gtc att gtg gec cga gag ctg tea tgc ctg gat gtg 596 
He Thr Asn Lys Val He Val Ala Arg Glu Leu Ser Cys Leu Asp Val 
155 160 165 

cat ctg gac age aca ggg age acc get gtg gtt gca gat cag gac aag 644 
His Leu Asp Ser Thr Gly Ser Thr Ala Val Val Ala Asp Gin Asp Lys 
170 175 180 

ctg gag ctg gag ctg gtg ctg aag ggg tec tat gag gac aca cag aca 692 
Leu Glu Leu Glu Leu Val Leu Lys Gly Ser Tyr Glu Asp Thr Gin Thr 
185 190 195 

tec ttc ctg ggc aca gee tct gee ttc cgc ttc cac tac atg gca gee 740 
Ser Phe Leu Gly Thr Ala Ser Ala Phe Arg Phe His Tyr Met Ala Ala 
200 205 210 

eta gag aca gag ctg age ggg cgc ctg agg age tec aga age aat ggc 788 
Leu Glu Thr Glu Leu Ser Gly Arg Leu Arg Ser Ser Arg Ser Asn Gly 
215 220 225 230 

tgg aat ggg gac aac tea get ggg tac etc act gtg ccc ctg agg ccc 836 
Trp Asn Gly Asp Asn Ser Ala Gly Tyr Leu Thr Val Pro Leu Arg Pro 
235 240 245 

ttg acc att ggg aag gag gtg act atg gat gtt cct get cca aat gec 884 
Leu Thr He Gly Lys Glu Val Thr Met Asp Val Pro Ala Pro Asn Ala 
250 255 260 

cca gga gtg agg ctg cag etc aag gca gag ggc tgc cct gag gag ctg 932 
Pro Gly Val Arg Leu Gin Leu Lys Ala Glu Gly Cys Pro Glu Glu Leu 
265 270 275 

gee gtg cac ctg ggc ttc aat etc tgt gca gag gag cag gee ttc ctg 980 
Ala Val His Leu Gly Phe Asn Leu Cys Ala Glu Glu Gin Ala Phe Leu 
280 285 290 

age agg agg aag cag gtg gtg gee aag gee ctg aag cag gec ctg cag 1028 
Ser Arg Arg Lys Gin Val Val Ala Lys Ala Leu Lys Gin Ala Leu Gin 
295 300 305 310 

ctg gac aga gac ctg cag gag gat gag gta ccc gtt gtg ggc ate atg 1076 
Leu Asp Arg Asp Leu Gin Glu Asp Glu Val Pro Val Val Gly He Met 
315 320 325 

gee aca gga gga ggt gee egg gec atg acc tea etc tac ggc cac eta 1124 
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Ala Thr Gly Gly Gly Ala Arg Ala Met Thr Ser Leu Tyr Gly His Leu 

330 335 340 

ttg gcc ttg cag aag ctg ggc etc eta gac tgt gtg ace tac ttc agt 1172 

Leu Ala Leu Gin Lys Leu Gly Leu Leu Asp Cys Val Thr Tyr Phe Ser 

345 350 355 

ggc ate tct ggc tct acg tgg aca atg gcc cac ctg tac ggg gac cct 1220 

Gly lie Ser Gly Ser Thr Trp Thr Met Ala His Leu Tyr Gly Asp Pro 

360 365 370 

gag tgg teg cag agg gac ctg gag gga cct ate aga tac gcc egg gag 1268 

Glu Trp Ser Gin Arg Asp Leu Glu Gly Pro He Arg Tyr Ala Arg Glu 

375 380 385 390 

cac ctg gcc aag age aag ctg gag gtc ttt tec cca gag cgc ctg gcg 1316 

His Leu Ala Lys Ser Lys Leu Glu Val Phe Ser Pro Glu Arg Leu Ala 
395 400 405 

age tac cgc egg gag ctg gag ctg egg get gag cag ggc cac ccc acg 1364 

Ser Tyr Arg Arg Glu Leu Glu Leu Arg Ala Glu Gin Gly His Pro Thr 

410 415 420 

acc ttt gtg gac ctg tgg gcg eta gtg ctg gag tec atg ctg cac ggc 1412 

Thr Phe Val Asp Leu Trp Ala Leu Val Leu Glu Ser Met Leu His Gly 

425 430 435 

cag gtg atg gat cag aag ctg tea gga cag aga gcc gcc ctg gaa egg 1460 

Gin Val Met Asp Gin Lys Leu Ser Gly Gin Arg Ala Ala Leu Glu Arg 

440 445 450 

ggt cag aac cct ctg ccc etc tac ttg age etc aat gtc aaa gag aac 1508 

Gly Gin Asn Pro Leu Pro Leu Tyr Leu Ser Leu Asn Val Lys Glu Asn 

455 460 465 470 

aat ctg gag aca ctg gac ttc aag gag tgg gtt gag ttc tec ccc tat 1556 

Asn Leu Glu Thr Leu Asp Phe Lys Glu Trp Val Glu Phe Ser Pro Tyr 
475 480 485 

gag gtc ggt ttc ctg aag tac ggg gcc ttc gtc cct cct gag etc ttc 1604 

Glu Val Gly Phe Leu Lys Tyr Gly Ala Phe Val Pro Pro Glu Leu Phe 

490 495 500 

ggc tec gag ttc ttc atg gga egg ctg atg agg agg ate ccg gag ccc 1652 

Gly Ser Glu Phe Phe Met Gly Arg Leu Met Arg Arg lie Pro Glu Pro 

505 510 515 

egg ate tgc ttt ctg gaa gcc ate tgg age aac att ttc tec ctg aac 1700 

Arg He Cys Phe Leu Glu Ala He Trp Ser Asn lie Phe Ser Leu Asn 
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520 525 530 

ctg ctg gat gcc tgg tat gac etc acc agt tct ggg gag tec tgg aaa 1748 
Leu Leu Asp Ala Trp Tyr Asp Leu Thr Ser Ser Gly Glu Ser Trp Lys 
535 540 545 550 

cag cac ate aag gac aag acc agg age tta gag aag gag ccc ctg acc 1796 
Gin His lie Lys Asp Lys Thr Arg Ser Leu Glu Lys Glu Pro Leu Thr 
555 560 565 

acc teg ggg acc tec teg egg ctg gag gcc teg tgg ctg cag cca ggc 1844 
Thr Ser Gly Thr Ser Ser Arg Leu Glu Ala Ser Trp Leu Gin Pro Gly 
570 575 580 

acg gcg ctg gcc cag gca ttt aaa ggc ttc ctg aca ggc agg ccc etc 1892 
Thr Ala Leu Ala Gin Ala Phe Lys Gly Phe Leu Thr Gly Arg Pro Leu 
585 590 595 

cac cag cgc age ccc aac ttc etc cag ggc etc cag ctg cac cag gac 1940 
His Gin Arg Ser Pro Asn Phe Leu Gin Gly Leu Gin Leu His Gin Asp 
600 605 610 

tac tgt age cac aaa gac ttc tec acc tgg gca gac tac cag ctt gac 1988 
Tyr Cys Ser His Lys Asp Phe Ser Thr Trp Ala Asp Tyr Gin Leu Asp 
615 620 625 630 

tec atg ccc age cag ctg acc ccc aag gag ccc egg etc tgc ctg gtg 2036 
Ser Met Pro Ser Gin Leu Thr Pro Lys Glu Pro Arg Leu Cys Leu Val 
635 640 645 

gac gcc gcc tac ttc ate aac acc age tct ccc tec atg ttc egg cca 2084 
Asp Ala Ala Tyr Phe He Asn Thr Ser Ser Pro Ser Met Phe Arg Pro 
650 655 660 

ggc cgc agg ctg gac etc ate etc tec ttc gac tac tec eta tct gcg 2132 
Gly Arg Arg Leu Asp Leu He Leu Ser Phe Asp Tyr Ser Leu Ser Ala 
665 670 675 

ccc ttc gag gca ctg cag cag acg gag ctg tac tgc egg gcc egg ggg 2180 
Pro Phe Glu Ala Leu Gin Gin Thr Glu Leu Tyr Cys Arg Ala Arg Gly 
680 685 690 

ctg ccc ttc ccc egg gtg gaa ccc age cct cag gac cag cac cag cca 2228 
Leu Pro Phe Pro Arg Val Glu Pro Ser Pro Gin Asp Gin His Gin Pro 
695 700 705 710 

agg gaa tgc cac etc ttc tea gac ccc gcc tgc ccc gag gcc ccg ate 2276 
Arg Glu Cys His Leu Phe Ser Asp Pro Ala Cys Pro Glu Ala Pro He 
715 720 725 
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ctg ctg cac ttc ccg ctg gtc aat gcc tec ttc aag gac cac tea gec 2324 
Leu Leu His Phe Pro Leu Yal Asn Ala Ser Phe Lys Asp His Ser Ala 
730 735 740 

ccc ggt gtc cag cgc age ccc gca gag etc cag ggt ggc caa gtg gat 2372 
Pro Gly Yal Gin Arg Ser Pro Ala Glu Leu Gin Gly Gly Gin Val Asp 
745 750 755 

etc acc ggg gcc acc tgc ccc tac acc ctg tec aac atg ace tac aag 2420 
Leu Thr Gly Ala Thr Cys Pro Tyr Thr Leu Ser Asn Met Thr Tyr Lys 
760 765 770 

gag gaa gac ttc gag cgc ctg ctg egg etc agt gac tac aac gtg cag 2468 
Glu Glu Asp Phe Glu Arg Leu Leu Arg Leu Ser Asp Tyr Asn Val Gin 
775 780 785 790 

acc age cag ggt gcc ate ctg cag gcc ctg agg acc gcg ctg aag cac 2516 
Thr Ser Gin Gly Ala He Leu Gin Ala Leu Arg Thr Ala Leu Lys His 
795 800 805 

egg act eta gag gcg agg cct cca agg gca cag acc tgaggttgct 2562 
Arg Thr Leu Glu Ala Arg Pro Pro Arg Ala Gin Thr 
810 815 



cagaggctgc 


aggaccctcc 


agggectgeg 


ggcataacc t 


gate tgtagc 


tgggctcagc 


2622 


cacaggcct t 


cc tggt tgga 


gt tctgggct 


ctcccaggcc 


tgggtggcct 


ctgtagctgg 


2682 


tc tcac tgee 


cagagggaac 


tgcacacaca 


gact tctctc 


t tacgt teat 


ggctggct tg 


2742 


agatgagt tg 


aaaataact t 


cgccaggcca 


gtgtgtagaa 


cage tggtcc 


aaccagaeag 


2802 


actt tcacac 


cacaat tact 


tccatgcctg 


agcaggatag 


at ttgaagtg 


caagceggag 


2862 


gcagcagatc 


aggagtaggg 


acaggaagga 


caggggatgc 


ctgacctgac 


aggtggct tc 


2922 


aggecteggg 


aatcacaaga 


catcctgaac 


acat tgeetc 


ctcatct tct 


tcctgctcct 


2982 


ccacc tcctc 


ctctcct tgt 


cct tctcctc 


t t tgtcctcc 


tget ttccgt 


atccaagtct 


3042 


tgtacttgtt 


taaatttatt 


cc taaatat t 


ttattctttt 


tgataagtgg 


agttactt tc 


3102 


ttaatttcat 


ttagattatt 


cat tgctat t 


t tatagaaat 


acaatggat t 


t ttaaatgtt 


3162 


gatct tgtat 


tccgcaatct 


tgc tgaagt t 


gt t tacegge 


tctaatact t 


t tgeggatt t 


3222 


ct tagaat 1 1 


tctgtagaca 


gatcatgeca 


tctccaaata 


gagatggtt t 


tac t tct tec 


3282 
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tgtctgatct 


gaatgcctt t 


tatttatttt tcccaat tgc 


cc tgagcagt 


acaatgatga 


3342 


* 

acacacgt 1 1 


caagagcaga 


catcttgtct tgt tcctgac 


tctgacaaga 


aagcataagt 


3402 


ctctcaccat 


t tagtgtgat 


tttagctgtg ggtttttctt 


ggacatcct t 


atcaggt tga 


3462 


gaaagt tctc 


ttttatttct 


agtttattga gtgttttatg 


atgaaacggt 


gttaggtttt 


3522 


gtcaagtgat 


ttttctgtgt 


ctatgggcat gatcatgtgg 


ttttgtcgtg 


tattttatta 


3582 


atgta 










3587 



<210> 9 

<211> 818 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Glu Ser Leu Ser Pro 
1 5 

Glu Ala Ser Thr Cys Trp 
20 

Asn Leu Arg Trp Ala Asp 
35 

Leu Gin Leu Ser Thr Ala 
50 

Thr Asp Thr Ser His Pro 
65 70 

Gin Ser Gin Val Lys Asn 
85 

Ser Val Thr Glu Asp Asp 
100 

Glu Val Leu Pro Gly Lys 
115 

Gin Gly Glu Glu Glu Leu 
130 

Asp Arg Pro Glu Asn Leu 
145 150 



Gly Gly Pro Thr Gly His Pro Tyr Gin Gly 
10 15 

Gin Leu Thr Val Arg Val Leu Glu Ala Arg 
25 30 

Leu Leu Ser Glu Ala Asp Pro Tyr Val lie 
40 45 

Pro Gly Met Lys Phe Lys Thr Lys Thr Leu 
55 60 

Val Trp Asn Glu Ala Phe Arg Phe Leu lie 
75 80 

Val Leu Glu Leu Ser He Tyr Asp Glu Asp 
90 95 

He Cys Phe Lys Val Leu Tyr Asp He Ser 
105 110 

Leu Leu Arg Lys Thr Phe Ser Gin Ser Pro 
120 125 

Asp Val Glu Phe Leu Met Glu Glu Thr Ser 
135 140 



He Thr Asn Lys Val He Val Ala Arg Glu 
155 160 
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Leu Ser Cys Leu Asp Val His Leu Asp Ser Thr Gly Ser Thr Ala Val 
165 170 175 

Val Ala Asp Gin Asp Lys Leu Glu Leu Glu Leu Val Leu Lys Gly Ser 
180 185 190 

Tyr Glu Asp Thr Gin Thr Ser Phe Leu Gly Thr Ala Ser Ala Phe Arg 
195 200 205 

Phe His Tyr Met Ala Ala Leu Glu Thr Glu Leu Ser Gly Arg Leu Arg 
210 215 220 

Ser Ser Arg Ser Asn Gly Trp Asn Gly Asp Asn Ser Ala Gly Tyr Leu 
225 230 235 240 

Thr Val Pro Leu Arg Pro Leu Thr He Gly Lys Glu Val Thr Met Asp 
245 250 255 

Val Pro Ala Pro Asn Ala Pro Gly Val Arg Leu Gin Leu Lys Ala Glu 
260 265 270 

Gly Cys Pro Glu Glu Leu Ala Val His Leu Gly Phe Asn Leu Cys Ala 
275 280 285 

Glu Glu Gin Ala Phe Leu Ser Arg Arg Lys Gin Val Val Ala Lys Ala 
290 295 300 

Leu Lys Gin Ala Leu Gin Leu Asp Arg Asp Leu Gin Glu Asp Glu Val 
305 310 315 320 

Pro Val Val Gly lie Met Ala Thr Gly Gly Gly Ala Arg Ala Met Thr 
325 330 335 

Ser Leu Tyr Gly His Leu Leu Ala Leu Gin Lys Leu Gly Leu Leu Asp 
340 345 350 

Cys Val Thr Tyr Phe Ser Gly lie Ser Gly Ser Thr Trp Thr Met Ala 
355 360 365 

His Leu Tyr Gly Asp Pro Glu Trp Ser Gin Arg Asp Leu Glu Gly Pro 
370 375 380 

He Arg Tyr Ala Arg Glu His Leu Ala Lys Ser Lys Leu Glu Val Phe 
385 390 395 400 

Ser Pro Glu Arg Leu Ala Ser Tyr Arg Arg Glu Leu Glu Leu Arg Ala 
405 410 415 

Glu Gin Gly His Pro Thr Thr Phe Val Asp Leu Trp Ala Leu Val Leu 
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420 



425 



430 



Glu Ser Met Leu His Gly Gin Val Met Asp Gin Lys Leu Ser Gly Gin 
435 440 445 

Arg Ala Ala Leu Glu Arg Gly Gin Asn Pro Leu Pro Leu Tyr Leu Ser 
450 455 460 

Leu Asn Val Lys Glu Asn Asn Leu Glu Thr Leu Asp Phe Lys Glu Trp 
465 470 475 480 

Val Glu Phe Ser Pro Tyr Glu Val Gly Phe Leu Lys Tyr Gly Ala Phe 
485 490 495 

Val Pro Pro Glu Leu Phe Gly Ser Glu Phe Phe Met Gly Arg Leu Met 
500 505 510 

Arg Arg He Pro Glu Pro Arg lie Cys Phe Leu Glu Ala He Trp Ser 
515 520 525 

Asn He Phe Ser Leu Asn Leu Leu Asp Ala Trp Tyr Asp Leu Thr Ser 
530 535 540 

Ser Gly Glu Ser Trp Lys Gin His He Lys Asp Lys Thr Arg Ser Leu 
545 550 555 560 

Glu Lys Glu Pro Leu Thr Thr Ser Gly Thr Ser Ser Arg Leu Glu Ala 
565 570 575 

Ser Trp Leu Gin Pro Gly Thr Ala Leu Ala Gin Ala Phe Lys Gly Phe 
580 585 590 

Leu Thr Gly Arg Pro Leu His Gin Arg Ser Pro Asn Phe Leu Gin Gly 
595 600 605 

Leu Gin Leu His Gin Asp Tyr Cys Ser His Lys Asp Phe Ser Thr Trp 
610 615 620 

Ala Asp Tyr Gin Leu Asp Ser Met Pro Ser Gin Leu Thr Pro Lys Glu 
625 630 635 640 

Pro Arg Leu Cys Leu Val Asp Ala Ala Tyr Phe He Asn Thr Ser Ser 
645 650 655 

Pro Ser Met Phe Arg Pro Gly Arg Arg Leu Asp Leu lie Leu Ser Phe 
660 665 670 

Asp Tyr Ser Leu Ser Ala Pro Phe Glu Ala Leu Gin Gin Thr Glu Leu 
675 680 685 
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Tyr Cys Arg Ala Arg Gly Leu Pro Phe Pro Arg Val Glu Pro Ser Pro 
690 695 700 

Gin Asp Gin His Gin Pro Arg Glu Cys His Leu Phe Ser Asp Pro Ala 
705 710 715 720 

Cys Pro Glu Ala Pro He Leu Leu His Phe Pro Leu Val Asn Ala Ser 
725 730 735 

Phe Lys Asp His Ser Ala Pro Gly Val Gin Arg Ser Pro Ala Glu Leu 
740 745 750 

Gin Gly Gly Gin Val Asp Leu Thr Gly Ala Thr Cys Pro Tyr Thr Leu 
755 760 765 

Ser Asn Met Thr Tyr Lys Glu Glu Asp Phe Glu Arg Leu Leu Arg Leu 
770 775 780 

Ser Asp Tyr Asn Val Gin Thr Ser Gin Gly Ala He Leu Gin Ala Leu 
785 790 795 800 

Arg Thr Ala Leu Lys His Arg Thr Leu Glu Ala Arg Pro Pro Arg Ala 
805 810 815 



Gin Thr 



<210> 10 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 10 

gatcgaattc catggagagc ctgtcacctg g 31 



<210> 11 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
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<400> 11 

gatcgcggcc gctgcccaag cctaggattg 30 
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